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Project: The National Microbiome Data Collaborative is a pilot initiative launched to support microbiome data exploration and discovery
through a collaborative, integrative science gateway. With a community-centered design approach, the NMDC team is building an integrated
data science ecosystem that leverages existing data standards, data resources, and infrastructure within the DOE complex.
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Next Steps

Continue analysis of the remaining survey data
Together with the research community, develop
training on metadata standards

Use the feedback on search, access, and

Anonymous general feedback

30% of respondents had
heard of the NMDC before
this survey

“I'm really excited about the work the NMDC is doing. It is
really inspiring.”

65% of respondents want to
get more involved with the computational environments to prioritize directions

“I have done several microbiome meta-analysis and less

than 50% of the datasets are usable with good metadata.”

NMDC Reach out to the 500+ individuals who want to get

more involved

“Provide most of the microbiome bioinformatics workflows
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